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ANDI bary RUTHF ) DEfifE Lic AN T =
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Desorption/lonization — Time of Flight Mass
Spectrometry : ¥ h U > 7 A3HR L —F — iAo 4
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BB DEIA A= T MSYBE R ENSDOH
0. 2T BT DE B 2l LT ERS
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WL 725 DNA $HEHIRS LG THD Z &
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SUVER, TNVARERIRE) Lol T2 ) —
M, EDTA 7 Ul Vo7 L — A
LNTEY, ZHELBENRD DNA Z§8I L LT
PCR #ith 2 Efi+ 5128\ CT, ZALEEMED
BANTIARTHD Z b, BRIBIEICHT D
AISENORANETE L 725, RIT T, EDE
ETIVI =0 LR KEEL CHRETD
DNA e v b 102, 25 PCR FLEWME MR
AL TWT%H PCR IZE DR ZFEEIZT S DNA
RV AZ—8H EHiah TV, 41% D PCR B
BiioER S EIN D,

DL B, AR TV DNA ICEA 7 B D~
QM E 7 V7 TX UL, DNA S —a— REHi
Zil LA e kD B2 b5, RIFET
X, T ICROFEE IR SN = DV
(Fif) B L OTEMFIETERENT-=H Y
B) Z#xtgel L, Bk E2DEMREMNHBL T
H=HhUERSGE L DNA N—a— RNk b4
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1 IR TARIC AEH DNA (dsDNA : B 1 (a)), —
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DNA N—a—F ¢ > ZIZ L 2B FEE E % il A
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CENVFEIRIE 2 5T 23 FR E0MEIE IR L7z,
% Z T, MightyAmp™ DNA Polymerase Ver.3 % H
Wiz b Z A, B2 ORRIZFRRAIEIE R T X,
DNA /N— 2 — & W CEWFE R E D FIRE T &
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